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gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & &PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING = WE &N, qPCRE
FAIP R 7T 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2 M AT A2, - R IDNALE & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /=) ; MitRET1%(Probe method), WHE#F A TagManiRErE, MERDEEH
L, TR IR AR K EE A (Quencher) ARIE I DNATREHE M UE I PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVW™HRABARIFENGIEHERE, METRIGFEERIE, R4
f, V8RR, S _RETERLERK, qPCREGEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HRNHADNA (gDNA)WYH[3,4]; RZRFINEIWr=RIEEEE, JUFEE TITE AR/NIER; 51N TMEL60°C, KZ4L
=Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRG TR, S8 & ER519% (Forward primer, AR _EH7519)f1 A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name survival of motor neuron 1, telomeric
Gene Symbol SMN1
S SMA; SMN; SMA1; SMA2; SMA3; SMA4; SMA@; SMNT; BCD541; GEMIN1; TDRD16A; T-
nonyms
Y BCD541
Organism Human
Gene ID 6606
UniProt ID Q16637

Main Accession No. NM_000344

NM_000344, NM_001297715, NM_022874, NM_022874.1, NM_022874.2, NM_000344.1,
NM_000344.2, NM_000344.3, NM_001297715.1, BC062723, NM_000344.4

Map Location 5q13.2

Other Accession No.

Pathway -
This gene is part of a 500 kb inverted duplication on chromosome 5q13. This duplicated
region contains at least four genes and repetitive elements which make it prone to
rearrangements and deletions. The repetitiveness and complexity of the sequence have
also caused difficulty in determining the organization of this genomic region. The
telomeric and centromeric copies of this gene are nearly identical and encode the same
protein. However, mutations in this gene, the telomeric copy, are associated with spinal
muscular atrophy; mutations in the centromeric copy do not lead to disease. The
centromeric copy may be a modifier of disease caused by mutation in the telomeric
copy. The critical sequence difference between the two genes is a single nucleotide in
exon 7, which is thought to be an exon splice enhancer. Note that the nine exons of both
the telomeric and centromeric copies are designated historically as exon 1, 2a, 2b, and
3-8. It is thought that gene conversion events may involve the two genes, leading to
varying copy numbers of each gene. The protein encoded by this gene localizes to both
the cytoplasm and the nucleus. Within the nucleus, the protein localizes to subnuclear
bodies called gems which are found near coiled bodies containing high concentrations
of small ribonucleoproteins (SnRNPs). This protein forms heteromeric complexes with

Gene Summary




proteins such as SIP1 and GEMIN4, and also interacts with several proteins known to be
involved in the biogenesis of snRNPs, such as hnRNP U protein and the small nucleolar
RNA binding protein. Multiple transcript variants encoding distinct isoforms have been
described. [provided by RefSeq, Jul 2014]

Amplicon Information

Amplicon Length (bp) | 115
NCBI mRNA ID NM_000344.4
NCBI Protein ID NP_000335.1

ENST00000380707.9
ENSG00000172062.17
SMN1-202

Ensembl Transcript ID
Ensembl Gene ID
Ensembl mRNA ID

FmeiE:

RS
QH?22973S

P AR
Human SMN1 gPCR Primer Pair
LRE

fuE
1nmol each

11

RIFEMH:

-20°CHR1F. EEEIBEHTIES 7028, o 2 AR,

ARSI

>
>

>
>
>

PCRY ™ P K L ] RE 2RI 22 IR ) e 17 15 2 M BT X A 22 5

BIRARIN 5P iR AR R 4, (BB T AR RhZk(Melt curve) 7047 DURREY 18 [ B AR T 1E . AR IUE — Mgt
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CRASARR Y R, FAERRADNAG R, IR I R, IR E A SE AR (No template control, NTC),
RIS B AR 22 L 35 BRAS DS R SO A 7y, ARFERE St AR TC RO BRALIE AR R 2 5, TR R A S [ —RIR s e
AR S 1

B RNARZAFAEY = Pi5 5, HEEE ARG R qPCR Mix,
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N T IERZ R, EFRRIRTF R EFERE,
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2 /5 QH22973 Human SMN1 gPCR Primer Pair

PCREMAFRANEE :

a. JFBAF&AT, 3000-8000 X g 01535, DARIFF &I 51T, BEMA400ulEaK, L% FHERSER, R
JEEONUPREEOLR, HAHEEERERERITIRS, H15400u] 2.5uM eachfyPrimer Mix, #B4i/K##fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEIHIRSIPCR N TS /ITE R, SYBR Green qPCR MixTh 2l HIES G E Trkin LBkEWN, #HHEEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Biis%) (D7501/D7503/D7507)8{BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. SETFREZRIIKNALIREPCRRMNAR, PL6FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) .

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

F1: @ES LR E0.2-0.5uM eachi I3RS RAFHRETIRER, AT RIEE M. 1-1.0uM eachyEREINTEEES 19112
i
H2: EHDNABRKEDLII-10ng cDNAKNSERE, RARYFMIERFSHENENERRE LR, maELE, aiink
R BB TR MR, DU E BB 8, RT-PCRIXNSZIMICDNAE B/ MR, HimErREgs
PCRZ B AR10%,
H3: 96U IR AR ER 20u], AT DURIESLPRSEI 7R, % Efy RekgE/ NN AR R,
H4: BN E AR IBH M R,

d. FABHBRREIITIRS R EMVortexis), BB, HERARRBETER, #HE#HBeyoFuge™EAlBMFLARE O
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2.

(EEX, 2500rpm) (E6758)HEATHIEE L)
e. KIREIFNPCRRMN EHPCRMARE THERPCRIN E, FFaERPCRRI,
PCRIZ AR :
fEReal-time PCRR M AT THRARMIFIENE:, JEHIEENISC 25080, B2 GCHAMRIE YIE KN M 5-10708, AfF 2
ABI QuantStudio™ 6 Flex¥é e & PCR{CHH:
AR 95°C 24744
AF i 95°C 15%);
B K /HEMH: 60°C 15-30FD;
HEAEbAS e, EIL40MEIE,
TR Ze o347 (RT3E) . 95°C 158D, 60°C 158, 95°C 15%;
f. (EAZOEE JRPCRIGRBERIER T 73 AT 4 R
i ARG ERQPCRIRV 2R SE, WES%, LR FFREN. 5IWFNSEARMNS S, FRERNR. 5%, BRA
B ROIRE R AE RN A5, FFARYE LB 84 NRSAR R e BRI EqPCR, WARRH =#1%kqPCR, HFRAEIRK /A
JEm—#72°C 30#), BE/EEHEE A D, cMIGMAIX —AERIL40 MEFRRTAT,
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QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000/X
QHO00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢%
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS qPCR Primer Pair 200/1000¢%
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 gqPCR Primer Pair 200/1000¢%
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QH00053 Human RPL30 gPCR Primer Pair 200/1000¢X
QHO00057 Human RPLPO gPCR Primer Pair 200/1000/5000¢%
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢%
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000/X
QH00081 Human PPIH gPCR Primer Pair 200/1000¢X
QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢%

2.

¥E: JE#EAIGAPDH, RPLPO. ACTB. TUBBRIB2M{EANNZ, (HUNFX =& kil ELRE R, AT A1t F HPRT18¢
RNALSSSENINS, WKEIRISEE, LR3Il 2k @R [5-6],

NERNZ A
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QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000/X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000{%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢%
QM00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000/X
QM00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000/X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000/X
QM00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl gPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000/X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000/X
QM00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%

#: #EEM#HGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HURX=FHILHEH ALK, TAZIA M HHprt1s{Rnl8s
TERNZ, RIREHERSERACR, BRG] 8 [5-6],
3. EFDNA (gDNA)5 9% (F T gDNAG Fefanil) :

R E =2 R 2y GBS
QHO00101 Human HGDC Primer Pair 200/1000¢k
QM00098 Mouse MGDC Primer Pair 200/1000¢k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix &4
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D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fjii54+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qP(}Jj) Mix (2X, High ROX, Fjji5% 1/5/25ml

= =y
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™ i 1IM/AR
FSF002 DCE mPCRABRIE(ABLSr4) 204 /63
FSF035-100pcs BeyoGold™# (e & PCRA & IR (FE BURY) 100/ /f4%
FSF039-20pcs BeyoGold™#>'t7E Bt PCR A HI AR I (R B, i 1574%) 207 /fu
FSF039-100pcs BeyoGold™ %) t7E B PCRAHIHR B (R B, i 11574%) 1004 /0%
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BkHFE (0.2ml, “F-35, EHH) 125Hk/&, 108/46
FTUB333 POEE EPCRAI6FLIR (ABLFE) 2057 /003
FTUB384 wHEE B PCRA384FLIR (ABI732%) 207 /63
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FTUB335-1box BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, EHH) 10N/&
FTUB335-5bxs BeyoGold™# . E & PCRAII6FLAR(0.2ml, JEtEid, 1#EHA) 101N/8&, S&/4
FTUB337-1box BeyoGold™Z e &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 10N/&
FTUB337-5bxs BeyoGold™# )& - PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&, S&E/F
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